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Aim/Purpose: Rheumatoid arthritis (RA) is the most common inflammatory polyarthropathy. In Scotland, RA affects approximately 35,000 patients. Recently, advances in treatment have shown that improved outcomes can be achieved by the use of intensive
management strategies, combination DMARD drug therapy, and biologic therapy. However, the prognosis of RA is highly variable. Whilst a number of prognostic factors have been shown to be predictive of functional and/or radiographic progression at a cohort
level, none are sufficiently accurate to direct therapy on an individual patient basis.
The ability to tailor therapy to the patients’ phenotype and genotype as early as possible could create unprecedented opportunities to maximize positive responses. Such treatment customization requires understanding of efficacy/toxicity responses to specific
therapeutic agents, as well as information on inherent genetic, and environmentally-defined disease-associated risk factors.
Methodology: The SERA Bio-bank study is funded by Pfizer and the Office of the Chief Scientist as a prospective cohort into the onset and development of RA in Scotland. It aims to collect and bio-bank clinical data and samples from some 1,800 newly
diagnosed patients. The poster will describe the design and creation of a new patient bio-bank able to track clinical samples from the point of sampling across 11 different Health Boards, their fractionation, temporary storage at remote bio-bank nodes and
subsequent transportation to the bio-bank hub at Glasgow. Use has been made in recent advances in 2D barcoding identifiers and full audit trial of samples has been established through the use of a bespoke LIMS system.
Conclusion/Impact: The benefit to healthcare research is the creation of a fit-for-purpose disease specific bio-bank able with appropriate links to the study’s eCRF able to support requests for samples and data from researchers in the biomedical field.
Elements of its design and operation will provide utility for future disease specific bio-banks.
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